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DEMANDEUR: ChristianKlopfenstein
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DATE DE L'ANALYSE: 2026-09-15

SEQUENCE:

>Test Essai

ATGAAGACTATCATTGCTTTGAGCCACATTCTATGTCTGATTTTCGCTCAAAAACT TCCTGGTAAT GACAACAACAT GGCAACGCT GTGCCT TGGACACCATGCA
GTGCCAAACGGAACGATAGTGAAAACAATCACGAATGACCAAATTGAAGT TACTAATGCTACTGAGCTGGT TCAGAGT TTCTCTACAGGT GAAATATGCAACAGT
CCTCATCAGATCCTTGATGGAGAAAACTGCACACTAATAGATGCTCTAT TGGGAGATCCTCAGT GTGATGGCT TCCAAAACAATAAATGGGACCTTTTTGI TGAA
CGAAGCAAAGCCCACAGCAACTGT TACCCTTATGATGT GCCGGATTATGCCTCCCTTAGGT CACTAGT TGCCTCATCCGGTACACTGGAGT TTAACAATGAAAGC
TTCAACTGGACTGGAGTAACCCAAGACGGTGCAAGCTCTTCTTGCAAAAGGAGATCCAGCAACAGTITTCTTTAGTAGATTGAATTGGT TGACTCACTTAAACTTC
AAGT ACCCAGCAT TGGAAGT GACTAT GCCAAACAAT GAACAAT TTGACAAAT TGTACAT T TGGGGEGEGT TCACCACCCGECCACGGACAAGGACCAAATCTCCCTG
TATGCTCAAACAGCAGGAAGAAT CATAGT AT CTACCAAAAGAAGCCAACAAGCT GTAAT TCCGAAT AT CGGGT CCAGACCCAGAGT AAGGGATAT CCCTAGCAGA
ATAAGCATCTATTGGACAATAGT AAGACCGGGAGACACACTTTTGATTAACAGCACAGGGAATCTAATTGCTCCTAGGGGT TACTTCAAAATACGAAGT GGGAAA
AGCTCAATAAT GAGAT CAGAT GCACCCAT TGGCAAAT GCAAT TCTGCAT GT AT CACT CCAAAT GGGAGCAT TCCCAAT GACAAACCAT TCCAAAAT GTAAACAGG
ATCACATACGGGGECCT GTCCCAGATAT GT TAAGCAAAACACT CTGAAAT TGGCAACAGGAAT GAGAAAT AT ACCAGAGAAACGAACT AGAGGCATAT TTGGCGCA
ATAGCTGGTTTCATAGAAAAT GGT TGGGAGGGAAT GGTGGATGGT TGGTACGGT TTCAGGCATCAAAAT TCT GAGGGAAGGGGACAAGCAGCAGATCTCAAAAGC
ACTCAGGCAGCAAT CGATCAAAT TAAT GGGAAACT GAATAGAT TGAT CGGAAGAACCAACGAGAAAT TCCAT CAGAT CGAAAAAGAAT TTTCAGAAGT CGAAGGG
AGAATTCAGGACCT TGAGAAATAT GT TGAGGACACT AAAATAGAT CTCTGGT CATACAACGCGGAGCT TCTTGT TGCCCT GGAGAACCAGCACACAATTGATCTA
ACTGACTCAGAAATGAACAAATTGT TTGAAAAAACAAAGAAGCAACT GAGGGAAAAT GCTGAGGATATGGGCAATGECTGT TTCAAAATATACCACAAATGTGAC
AATGCCTGCATAGGAT CAAT CAGAAAT GGAACT TAT GACCACGAT GT GTACAGAGAT GAAGCAT TAAACAACCGAT TCCAGAGCAAGGGAGT TGAGCT GAAGT CA
GAGTACAAAGATTGGATTCTATGGATTTCCTTTGCCATATCATGCTTTTTGCTTTGGGT TGCTTTGT TGGGGT TCATCATGGGGEGECCTGCCAAAAAGGCAACATT

AGGTGCAACATTTGCATTTGA
RESULTAT:
type HA Clade (Nomenclature nord américaine) % Homologie avec séquence vaccinale
Nucleotides Acides aminés(HA1)
H3 2010_human-like 94.47 86.06

* Chang, J., Anderson, T.K, Zeller, MA , Gauger, P.C., Vincent, A L. (2019). octoFLU. Automated classification to evolutionary
origin of influenza A virus gene sequences detected in U S. swine. Mcrobiology Resource Announcerents 8:e00673-19.
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Analyse des épitopes

A
vacci n KSNVAQDASSKRSSNSRNM
*III*IIIIIIIIIIIIII
NSNVTQDASSKRSSNSRNM
Di stance = 0. 11

B
vaccin  TGIHLNFKALEATDKDI SLAQA

NRRRRN NN AN RN
TGTHLNFKALEATDKDI SLAQT

Di stance = 0. 05

C
vaccin QNFSTEI NSPCKNSAFVRI ACRYVKQN

RARRRNNNNNA SRR RRRARY N
QBFSTEI NSPGKNSAFVRI ACRYVKQN

D| stance = 0.04

D
vaccin DVPTNTNNEQFDKLI VRI KRNTVI PNI GSI PSRI KG LNST

SRR e N AN A e N
NVPTNTNNEQFDKLI VRI KRSAVI PNI GSI PSRI RGTLNST
D stance = 0.12

E
vaccin QLGN QGONNKLFVSKHRI RSS

|
SRR RN RRN NN
QLENI QGONNKLFVSKHRI RSS

D| st ance 0. 05
Distance d'épitope = 1.42

Acides aminées putatifs

vaccin NTHNFKS

L
NTHNFKS
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